Supplementary Table S1. Identification of the putative proteins of E. faecium ZGZA7-10 proteolytic system using
LC-MALDI-TOF/TOF analysis and MS-Tag browser via: (a) SwissProt and (b) NCBI database.
(a)

MH+ Protein MW

Amino acid sequence (Da) (Da)/pl Score Putative protein name
PROTEASES
ATP-dependent protease ATPase

(R)VELAKLSVDDEFVR() 1490.8 52,349/5.80 12.0 .

subunit HslU
(K)YILDADHYGLEKVK(E) 1500.8 90,144/8.0 3.20 Lon protease

Probable ATP-dependent Clp protease

(K)AAVDYSIQYIPQR(S) 1523.8 77,430/5.60 9.90

ATP-binding subunit
(R)SEKPQLRATTVLGVIR(N) 1768.0 19,727/6.80 530  ATP-dependent protease subunit HslV

Ad i hosphate-protei
(K)FKVLSQSEVDDLMTEK(S) ~ 18689  450,063/550  10.90 enosine Monophosphate-protein
transferase and cysteine protease IbpA
(K)VPFAIADATTLTEAGYVGEDV ATP-dependent Clp protease ATP-
2849.5 45,478/7.50 14.80 . i
ENILLK(L) binding subunit ClpX

ATP-dependent Clp protease ATP-
R.DFNEALVHQVVVAYAR.Q 2030.0 86,000/6.55 84.25

binding subunit ClpL
(b)
. . Protein MW . .
Amino acid sequence MH+ (Da) Score Putative protein name
(Da)/pI
PEPTIDASES
(R)IDNAGTVK(G) 704.4 175,950/9.4 2.1 peptidase
(R)LESANAK(S) 732.4 69,508/8.6 18.6 peptidase
(R)VSGPVIR(M) 7274 79,499/6.7 13.7 peptidase C39
(K)VSVLYR(K) 736.4 50,629/6.0 15.8 leucyl aminopeptidase
cytosol aminopeptidase family protein.
(K)VSVLYR(K) 736.4 31,980/7.1 15.8 ,
partial
TRANSPORT SYSTEM
(KYADVLYR(C) 736.4 402,70/5.3 14.7 phosphoserine aminotransferase
i id ite ATP-bindi
(R)GEVLYR(G) 736.4 65,183/9.3 14.5 arno acic compostte Amg
transmembrane ABC transporter protein
high-affinity branched-chain amino acid
(R)ASAATSAR(N) 734.4 46,252/9.9 12.8

transport system permease LivM




Supplementary Table S2. Transition list used for peptide relative quantification.

Precursor Fragmentor Collision Cell Accelerator

Peptide Ion Product Ion Dwell Voltage Energy Voltage Polarity

73095 20 130 276 4 Positive

567.31 20 130 27.6 4 Positive

QEPVLGPVRGPEPIV 85950 ——pm——5 130 2756 4 Positive
80096 20 130 2756 4 Positive

390.24 20 130 20.5 4 Positive

51830 20 130 205 4 Positive

LLYQEPVLGPVRGPFPIV 70308 ———p 130 205 4 Positive
84346 20 130 205 2 Positive

72089 20 130 17.8 2 Positive

76941 20 130 17.8 4 Positive

YQEPVLGPVRGPFPIIV 02769 —aomr—p 130 17.8 4 Positive
88250 20 130 17.8 4 Positive

65537 20 130 192 4 Positive

77743 20 130 192 4 Positive

LYQEPVLGPVRGPEPIV 09335 —r gy 130 192 2 Positive
88250 20 130 192 2 Positive

47321 20 130 128 2 Positive

52174 20 130 128 4 Positive

WMHQPHQPLPPT 49024 —mg 130 128 4 Positive
62681 20 130 128 4 Positive

47027 20 130 171 4 Positive

41373 20 130 171 4 Positive

VLGPVRGPEP O 130 171 4 Positive

462.28 20 130 17.1 4 Positive

810.45 20 130 12.4 4 Positive

71340 20 130 124 4 Positive

WIQPKTKVIPYVRYL 47678 —ae——s 130 124 4 Positive
45127 20 130 124 4 Positive




79090 20 130 2838 4 Positive

LVYPEPGPILNSLPON  896.97 70936 20 130 2838 4 Positive
58730 20 130 2838 4 Positive

73387 20 130 27.0 4 Positive

LVYPEPGPIHNSLPQ 83995 65234 20 130 27.0 4 Positive
53028 20 130 27.0 4 Positive

616.83 20 130 17.4 4 Positive

682.35 20 130 17.4 4 Positive

HQPHQPLPPTVMFPPQ  O17:6%  ——pr——p 130 174 4 Positive
80441 20 130 174 4 Positive

51673 20 130 139 4 Positive

56525 20 130 139 2 Positive

SWMHQPHQPLPPT  >192 —r——y 130 139 2 Positive
67032 20 130 139 2 Positive

54827 20 130 182 4 Positive

56230 20 130 182 4 Positive

FVAPEPEVEG e Ty T T 130 182 4 Positive

88747 20 130 182 4 Positive

83237 20 130 283 4 Positive

62223 20 130 283 2 Positive

APSFSDIPNPIGSENSE 85090 —eme——y 130 283 4 Positive
71834 20 130 283 2 Positive

20318 20 130 162 2 Positive

6133L 20 130 162 4 Positive

RDMPIQAF B i 130 162 4 Positive

81241 20 130 162 4 Positive

83845 20 130 181 4 Positive

594.32 20 130 18.1 4 Positive

VYPFPGPIPN 07— 130 181 4 Positive

871.47 20 130 18.1 4 Positive




514.28 20 130 17.6 4 Positive

370.72 20 130 17.6 4 Positive

SQSKVLPVPQKAVPYPQ 02209 —aror——g 130 176 4 Positive
81197 20 130 176 4 Positive

86651 20 130 19.0 4 Positive

73747 20 130 19.0 4 Positive

YQEPVLGPVR 3 % 130 19.0 4 Positive
421.17 20 130 19.0 4 Positive

71340 20 130 102 2 Positive

55033 20 130 102 2 Positive

TKVIPYVRYL W2 i 130 102 4 Positive
44230 20 130 102 2 Positive






