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Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay. Left: General view of the barcoding analysis. Right: detail of the relationships among
specimens of the Xenodontini tribe. Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kéhler, G.
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Figure S2
Phalotris / Philodryas

3|IT“< Xenodontini
w_ E Phalotris
r Phifodryas
= Psomophis
2| = Sibynomorphus
Heﬂoopglydrodynastes
':‘ o SU_I Phalotris matogrossensis PCS 329 *
Chironius
s 5nmop%§s$’3;’,‘,’,’"y“ Phalotris matogrossensis PCS 335 *
- Oxyrhopus hy .-
;;,ﬂn B’%%ffm’,?ﬁimms __ 76  Philodryas olfersii AF158484
L] 2 oiruna - e
. e it 47 L Philodryas olfersii GK 3937 *
—‘B Bothrops : 1 :
— F e 3 Philodryas patagoniensis GQ457760
= 2 merotyphiops . . J
e Ampfithacna L] Philodryas patagoniensis PCS 311 *
a8 — Micrablepharus B . .
. 4|:|—_|—i. Corcosaura 87 || Philodryas patagoniensis PCS 408 *
Salvator i R ‘
s r‘_‘"‘_ Kentropyx 69 | Philodryas patagoniensis PCS 605 *
7 Teius . . .
Ameiva Philodryas patagoniensis PCS 622 =
- Manc:ola/Notomabuya
PhyllopezusL ygodactylus ! |
L] 74 Hemidactylus : 01 :
— Stenocercus
Ophiodes ~
Polychrus
Tropldurus 0.1

Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay. Left: General view of the barcoding analysis. Right: detail of the relationships of the
genera Phalotris and Philodryas. Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kohler, G
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Figure S3
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Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay. Left: General view of the barcoding analysis. Right: detail of the relationships of the
genera Psomophis and Dipsas. Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kohler, G
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Figure S4

Hydrodynastes / Helicops / Thamnodynastes

% = Xenodontini
N °t  Phalotris
e Phifodryas

B . Psomophis
ib

Chironius 1 2
Mastigodryas

Phifhophis guerini

{ Oxyrhopus 4

Dipsadini/Psomophiini/Philodryadini/Elapomorphini/Xenodontini

Mussurana
A Mj;r,’ggg""”’s it Hydrodynastes gigas GQ457743
o g e 12 Hydrodynastes gigas PC 29 «
2 Eﬁé’}'giiieﬁzﬁﬁié”;yphmps Hellcops leopardinus GK 3612 *
e Amplispacna __I- Helicops leopardinus PCS 600 =
o %ﬁ?ﬁﬁé@ﬁﬁ?g"zemsm = - Thamnodynastes chaquensis GK 3638 *
saivator " Thamnodynastes hypoconia KX660253

= rI—‘—ArneL’ entropyx M
S T i 92 _| Thamnodynastes hypoconia PCS 610
95

Ameiva Thamnodynastes hypoconia PCS 611 «

Manc:olalNotomabuya

Phyliopezus
Lygodactylus } i
Homonota *° 4 ! 0.1 !

4 Hemidactylus

9

Stenocercus

Ophiodes %
Polychrus
Tropldurus 0.1

Sphenodon punctatus DQ267621

Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay. Left: General view of the barcoding analysis. Right: detail of the relationships of the
genera Hydrodynastes, Helicops and Thamnodynastes. Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kohler, G
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Figure S5
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Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay. Left: General view of the barcoding analysis. Right: detail of the relationships of the
genera Leptophis, Chironius and Palusophis. Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kohler, G
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Figure S6
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Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay. Left: General view of the barcoding analysis. Right: detail of the relationships of the
genera belonging to the Pseudoboini tribe in Paraguay. Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kéhler, G.
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Figure S7
Elapidae / Viperidae
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Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay. Left: General view of the barcoding analysis. Right: detail of the relationships of the
venomous snakes of Paraguay. Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kéhler, G.
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Figure S8
Boidae / Typhlopidae
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Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay. Left: General view of the barcoding analysis. Right: detail of the relationships of the
genera Epicrates (Boidae) and Amerotyphlops (Typhlopidae). Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kéhler, G.
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Figure S9

Amphisbaenidae
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Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay. Left: General view of the barcoding analysis. Right: detail of the relationships of the
species of the Family Amphisbaenidae. Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kéhler, G.
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Figure S10
Gymnophthalmidae
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Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay. Left: General view of the barcoding analysis. Right: detail of the relationships of the
species of the Family Gymnophthalmidae. Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kéhler, G.
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Figure S11
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Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay. Left: General view of the barcoding analysis. Right: detail of the relationships of the
genera Salvator, Kentropyx and Ameivula of the Family Teiidae. Note that within the Ameivula the specimens AY217992 and AF420759 are Ameivula sp. and the remaining
specimens belong to A. apipensis according to Arias et al. 2018. Zool Scr 47:144-158. DOI: 10.1111/zsc.12277. Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kéhler, G.



Barcoding analysis of Paraguayan Squamata

Figure S12
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Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay. Left: General view of the barcoding analysis. Right: detail of the relationships of the

genera Ameiva and Teius of the Family Teiidae. Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kéhler, G.
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Figure S13
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Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay. Left: General view of the barcoding analysis. Right: detail of the relationships of the

Family Scincidae. Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kéhler, G.
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Figure S14
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Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay. Left: General view of the barcoding analysis. Right: detail of the relationships of the
families Gekkoinidae and Phyllodactylidae. Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kohler, G
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Figure S15
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0.1

Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay.

. Left: General view of the barcoding analysis. Right: detail of the relationships of the

genera Ophiodes (Anguidae) and Polychrus (Polychrotidae). Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kéhler, G.
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Figure S16
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Maximum Likelihood tree based on mtDNA 16S sequences of Squamata from Paraguay. Left: General view of the barcoding analysis. Right: detail of the relationships of the
species of the genus Tropidurus. Specimens marked with asterisk were sequenced by us.

Cacciali, P.; Buongermini, E.; Kéhler, G.




