Table S1. Peptides identified in the <3 kDa permeate obtained from Pinto bean protein
extract after standardized in vitro gastro-intestinal digestion.

Observed  Calculated  Error

inb

Sequence [M+H]*2 [M+H]*®  (ppm) Charge Protein Fragment
VVNEGEA 717.3438 717.3414 4.74 +1 a and f subunits of f(295-301)
phaseolins f(289-295)
IDSEQ 591.2610 591.2620 1.91 +1 a and B subunits of f(225-229)
phaseolins f(219-223)
EEIN 504.2322 504.2300 4.36 +1 a and f subunits of f(200-203)
phaseolins f(199-202)
ALDGK 503.2820 503.2824 -0.79 +1 a and f subunits of f(377-381)
phaseolins f(371-375)
VYPS 465.2343 465.2344 -0.21 +1 Phytohemagglutinins f(199-202)
IPAGT 458.2621 458.2609 2.62 +1 a and f subunits of f(137-141)
phaseolins f(136-140)
TDNV 448.2059 448.2038 4.69 +1 a and B subunits of f(367-370)
phaseolins f(361-364)
VIVN 444.2826 4442817 2.03 +1 a and f subunits of f(221-224)
phaseolins f(215-218)
FVDG 437.2014 437.2031 -3.89 +1 a subunit of phaseolins f(407-410)
LDGK 432.2436 432.2453 -3.93 +1 a and B subunits of f(378-381)
phaseolins f(372-375)
KSLS 434.2627 434.2609 4.14 +1 B subunit of phaseolins f(237-240)
VVNEGEAH 427.7058  427.7038  4.68 +2 o and p subunits of £(295-302)
phaseolins f(289-296)

FEE 424.1734 424.1714 4,72 +1 Various protein /
DVLG 403.2194 4032187  1.74 +1 o and B subunits of f(382-385)
phaseolins f(376-379)
VIPA 399.2609 399.2602 1.75 +1 a and f subunits of f(331-334)
phaseolins f(325-328)

LEH 398.2049 398.2034 3.77 +1 Various protein /

IEH 398.2049 398.2034 3.77 +1 Various protein /
SAPI 387.2242 387.2238 1.03 +1 Phytohemagglutinins f(73-76)
HVE 384.1863 384.1878 -3.90 +1 a and B subunits of f(302-304)

phaseolins f(296-298)

ALDG 375.1880 375.1874 1.60 +1 a and B subunits of f(377-380)
phaseolins f(371-374)

ILE 374.2295 374.2286 2.40 +1 a subunit of phaseolins f(190-192)
1nQ 373.2450 373.2445 1.34 +1 a and B subunits of f(156-158)
phaseolins f(155-157)
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TL 233.1503 233.1496 3.00 +1 Various protein /

TI 233.1503 233.1496 3.00 +1 Various protein /
LT 233.1488 233.1496 -3.43 +1 Various protein /
IT 233.1488 233.1496 -3.43 +1 Various protein /
VL 231.1699 231.1703 -1.73 +1 Various protein /
VI 231.1699 231.1703 -1.73 +1 Various protein /
LP 229.1549 2291547 0.87 +1 Various protein /
IP 229.1549 2291547 0.87 +1 Various protein /
VAPR 221.6429 221.6423 2.71 +2 Phosphoribosylaminoi f(265-268)
midazole carboxylase
\AY 217.1550 217.1547 1.38 +1 Various protein /
LA 203.1394 203.1390 1.97 +1 Various protein /
1A 203.1394 203.1390 197 +1 Various protein /
AL 203.1394 203.1390 1.97 +1 Various protein /
Al 203.1394 203.1390 197 +1 Various protein /
LKE 195.1231 195.1234 -1.54 +2 Various protein /
IKE 195.1231 195.1234 -1.54 +2 Various protein /
GL 189.1237 189.1234 1.59 +1 Various protein /
Gl 189.1237 189.1234 1.59 +1 Various protein /
VPH 176.6025 176.6026 -0.57 +2 a and P subunits of f(283-285)
phaseolins f(277-279)
LKA 166.1211 166.1206 3.01 +2 Various protein /
IKA 166.1211 166.1206 3.01 +2 Various protein /




