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Sample Information Interface :ESI . Prerod Bias :+4.5kv
Dissolution method  :0.1mg sample dissolved to 0.5mL by Nebulizing Gas Flow :1.50L/min Detector  :-0.2kv
100%H20 CDL Temp :250°C T.Flow :0.2ml/min
Date Acquired :2021/12/09  13:32:09 CDL Volt :0v B.conc :50%H20/50%MeOH
Injection Volume  :lul Block Temp :200
Name :P24119
Sequence :IKCKFCCGCCTPGVCGVCCRF
Modification :N/A
Lot No. :P24119-20211117
Theoretical ~ :2230.846
bserved :2230.05

Figure S1. The mass spectrometry analysis of the chemically synthesized peptide LJ-
hep2e6-85. The MS analysis result showed the information of the peptide, including the

sequence, the theoretical and observed molecular weight.
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5 Orddation (M) (+15.99)
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Figure S2. The mass spectrometry analysis of the two bands of rLJ-hep2. A: the coverage
result of the peptide with molecular mass of about 15 kDa. B: the coverage result of the

peptide with molecular mass of about 8 kDa.





