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Supplementary data
Table S1. Major CD3+ T cell subpopulations in BCCs compared with Normal Skin (Flow Cytometry
analysis — gating for CD3+ T cells)
BCC superfi- BCC nodular BCC BCC other NS (n=29)
cial (n=13) (n=41) micronodular / (n=15)
infiltrative
(n=49)
CD3+;§§5(1I§31;£' e 989 (92.6-99.6)  98.6(92.5-99.8)  99.0(94.4-99.7)  98.7 (97.1-99.7)  93.7 (83.4-96.8)
.001* .001* .001* .001*
(BCC vs NS, p valuet) (p<0.001%) (p<0.001%) (p<0.001%) (p<0.001%)
CD4+ %,
. 57.0 (36.0-67.0)  59.0(29.0-72.0)  56.0 (29.0-68.0)  56.0 (33.0-65.0)  58.0 (22.0-72.0)
median (range) (n5) (n5) (n5) (n5)
(BCC vs NS, p valuet)
CD8+ %,
. 22.0 (5.0-40.0) 21.0 (7.0-46.0) 24.0 (8.0-47.0) 22.0 (6.0-46.0) 23.0 (8.0-65.0)
median (range) (ns) (n5) (n5) (n5)
(BCC vs NS, p valuet) ° ° ° °
D4+/CD
c . +HCDB, 2.7 (0.9-14.3) 2.8 (0.6-9.9) 2.2 (0.6-8.0) 2.5(0.9-10.3) 2.5(0.3-8.6)
median (range) (ns) (ns) (n5) (n5)
(BCC vs NS, p valuet) ° ° ° °

CD4+CD45RO+ %, me-
dian (range)

98.8 (96.7-99.7)

98.6 (95.4-99.9)

98.9 (47.7-99.9)

99.0 (95.9-99.7)

94.5 (87.9-96.8)

(BCC vs NS, p valuet)  P<0-001" (p<0.001") (p<0.001%) (p<0.001%)

CDriZETJLS:;S) P 56.0(36.0-732) 565 (37.0-71.8) 480 (347-739) 537 (387-675) 323 (215-43.1)
(BCCvs NS, pvaluety P01 (p<0.001%) (p<0.001%) (p<0.001*)

T Cil:n/e)m edian 5 5 0.0-3.0) 1.0 (0.0-3.0) 1.0 (0.0-4.0) 1.5 (0.0-3.0) 2.0 (1.0-5.0)
(BCC vs stép valuet) (ns) (p=0.001%) (p=0,013%) (ns)

BCC =basal cell carcinoma; NS = normal skin. Statistical significance was set to <0.013; (*) Statistically significant results; (}) Margin-
ally significant statistical results; ns = differences not statistically significant.

Table S2. Major CD4+ T cell subpopulations in BCCs compared with Normal Skin (Flow Cytometry
analysis — gating for CD4+ T cells)

BCC superfi- BCC nodular BCC BCC other NS (n=29)
cial (n=13) (n=41) micronodular / (n=15)
infiltrative
(n=49)
Thl %, median (range) 32.8 (23.4-42.7)  32.6 (18.7-48.2)  33.0(15.1-43.2)  31.7 (20.0-39.8) 21.2 (9.3-37.8)
(BCC vs NS, p valuet) (p<0.001*) (p<0.001*) (p<0.001*) (p=0.001%)
Th2 %, median (range) 8.4 (7.0-15.6) 8.0 (4.1-14.4) 8.4 (2.4-14.9) 9.5 (6.1-14.6) 19.4 (9.4-30.9)
(BCC vs NS, p valuet) (p<0.001*) (p<0.001*) (p<0.001*) (p<0.001*)
megglrfl(ﬂizr;ge) 3.6 (2.1-4.8) 4.5(1.9-8.3) 3.7 (1.7-16.0) 3.0 (2.1-6.4) 1.1 (0.4-2.1)
(p<0.001%) (p<0.001%) (p<0.001%) (p<0.001%)

(BCC vs NS, p valuet)




Treg %,
median (range)

41.2 (32.2-45.9)

40.3 (28.7-54.0)

40.6 (29.5-53.4)

40.5 (28.3-50.6)

39.5 (14.0-56.3)

(BCC vs NS, p valuet) (ns) (ns) (ns) (ns)
Th17 %,
median (range) 199 (5.1-579) 166 (2.0-48.1) 177 (45-456)  188(92-377) 131 (41-318)
(BCC vs NS, p valuety P70 (ns) (p=0.002%) (p=0.004%)

BCC =basal cell carcinoma; NS = normal skin. Statistical significance was set to <0.013; (*) Statistically significant results; ns = differ-
ences not statistically significant.

Table S3. Major CD3+ T cell subpopulations in SCCs compared with Normal Skin (Flow Cytometry
analysis - gating for CD3+ T cells)

SCCinsitu  SCC well-diff. SCC SCC other NS (n=30)
(n=5) (n=14) mod./poorly-diff. (n=5)
(n=9)
CD3+§D45(RO+ ; Me- 993(96.1-99.8) 98.7 (95.7-99.5)  98.5(96.8-99.3)  99.3(96.7-99.5) 93.7 (83.4-96.8)
lan range _ " " " "
(SCC vs NS, p valuet) (p=0.001%) (p<0.001%) (p<0.001%) (p<0.001%)
CD4 %, median (range)  61.0 (50.0-68.0) 57.0 (40.0-69.0) _ 51.0 (40.0-65.0) _ 42.0 (33.0-66.0) 58.0 (22.0-72.0
g
(SCC vs NS, p valuet) (ns) (ns) (ns) (ns)
p
CD8 %, median (range)  15.0 (7.0-30.0)  24.0 (7.0-460) 250 (14.0-43.0) _ 39.0 (15.0-46.0) _ 23.0 (8.0-65.0
g
(SCC vs NS, p valuet) (ns) (ns) (ns) (ns)
p
CD4f ((:rlzi;; re‘;e‘ha“ 4.0 (1.7-10.3) 2.3 (0.9-9.3) 2.2 (1.0-4.6) 1.1 (0.8-4.4) 2.5 (0.3-8.6)
(SCC vs NS, p valuet) (ns) (ns) (ns) (1ns)
CD‘L;(?D‘*(SRO* )/ 99.5(959-99.7) 983 (95.8-99.7)  98.9(97.3-99.9)  98.4(96.8-99.2) 94.6 (87.9-96.8)
median range _ " " " "
(SCC vs NS, p valuet) (p=0.001%) (p<0.001%) (p<0.001%) (p<0.001%)
CDS*EF_NY: Ceus)%' 473 (41.9-685) 57.3(334-69.7)  58.6(503-737) 609 (542-62.1) 32.1 (21.5-43.1)
median range _ " " " "
(SCC vs NS, p valuet) (p=0.001%) (p<0.001%) (p<0.001%) (p<0.001%)
YT Ce(us Y, )media“ 20(1.02.0) 1.0 (1.0-3.0) 1.0 (0.0-1.0) 1.0 (1.0-2.0) 2.0 (1.0-5.0)
range - .
(SCC vs NS, p valuet) (ns) (ns) (p=0.001") (ns)

SCC = squamous cell carcinoma; NS = normal skin; SCC well-diff. = well-differentiated SCC; SCC mod./poorly-diff. = moderately to
poorly-differentiated SCC. Statistical significance was set to <0.013; (*) Statistically significant results; ns = differences not statistically
significant.



Table S4. Major CD4+ T cell subpopulations in SCCs compared with Normal Skin (Flow Cytometry
analysis — gating for CD4+ T cells)

SCC in situ SCC well-diff. SCC SCC other NS (n=30)
(n=5) (n=14) mod./poorly-diff. (n=5)
(n=9)
Thl %, median (range)  33.8 (26.4-36.9) 302 (22.7-45.7)  30.5(24.6-47.9) 357 (19.4-49.7)  21.1(9.3-37.8)
(SCC vs NS, p valuet) (ns) (p=0.001%) (p=0.003%) (p=0.007%)
Th2 %, median (range) 8.1 (4.4-10.3) 7.5(3.7-13.1) 8.8 (6.2-12.6) 6.1 (4.7-9.6) 19.2 (9.4-30.9)
(SCC vs NS, p valuet) (p<0.001%) (p<0.001*) (p<0.001*) (p<0.001*)
Thl/frlfr,lgrz)edian 42 (2.6-7.8) 47 (2.5-10.4) 47 (2.4-5.3) 5.7 (4.1-7.9) 1.1 (0.4-2.1)
(SCC vs NS, p valuet) (p<0.001*) (p<0.001%) (p<0.001%) (p<0.001%)
Treg %, median (range) 40.7 (30.8-51.7) 42.6(35.8-56.7)  41.9 (31.7-50.3) = 35.3(26.8-51.9)  40.2 (14.0-56.3)
(SCC vs NS, p valuet) (ns) (ns) (ns) (ns)
Th17 %, median (range) 16.4 (7.7-26.9)  17.0 (3.5-34.6) 27.6 (6.7-55.0) 16.5(5.5-20.0)  13.2 (4.1-31.8)
(SCC vs NS, p valuet) (ns) (ns) (p=0.003*) (ns)

SCC = squamous cell carcinoma; NS = normal skin; SCC well-diff. = well-differentiated SCC; SCC mod./poorly-diff. = moderately to
poorly-differentiated SCC. Statistical significance was set to <0.013; (*) Statistically significant results; ns = differences not statistically
significant.

Table S5. Major CD3+ T cell subpopulations in SCCs compared with Normal Skin within Trunk and
Limbs (Flow Cytometry analysis — gating for CD3+ T cells)

BCC (n=16) SCC (n=6) NS (n=28) p valuet
CD3+CD45RO+
%, median 98.8 (92.6-99.6)  99.1(97.4-99.8)  93.7 (83.4-96.8)  BCC vs NS, p<0.001*; SCC vs NS, p<0.001*
(range)
CD4+ %,
. 57.0 (36.0-66.0)  60.0 (44.0-68.0)  58.0 (22.0-72.0) BCC vs SCC vs NS, ns
median (range)
CD8+ %,
. 22.0 (13.0-40.0) 17.0 (7.0-38.0) 23.0 (8.0-65.0) BCC vs SCC vs NS, ns
median (range)
CD4+/CD8+ ra-
tio, 2.5(0.9-5.1) 3.8 (1.2-10.3) 2.5 (0.3-8.6) BCC vs SCC vs NS, ns
median (range)
CD4+CD45RO+ 99.0(96.7-
%, median 99.7) 99.3(95.9-99.7)  94.5(87.9-96.8)  BCC vs NS, p<0.001*; SCC vs NS, p<0.001*
(range)
CD8+IFNvy+
Cells %, median  55.5(36.0-64.8)  52.4 (41.9-68.5)  31.9(21.4-43.1) BCC vs NS, p<0.001*; SCC vs NS, p=0.006*
(range)
Yo T Cells %, 1.0 (0.0-0.3) 1.5 (1.0-2.0) 2.0 (1.0-5.0) BCC vs SCC vs NS, ns

median (range)

BCC =basal cell carcinoma; SCC = squamous cell carcinoma; NS = normal skin. Statistical significance was set to <0.017; (*) Statistically
significant results; ns = differences not statistically significant.



Table S6. Major CD4+ T cell subpopulations in SCCs compared with Normal Skin within Trunk and
Limbs (Flow Cytometry analysis — gating for CD4+ T cells)

BCC (n=16) SCC (n=6) NS (n=28) p valuet

Th1 Cells %, me-

2.9 (22.0 46. 0 (25.4-36. 21.0 (9.3-37. B 001%; -0.009*
dion (ange) 32.9(22.046.0)  30.0 (25.4-36.9) 0(9.3-37.8)  BCCvs NS, p<0.001* SCC vs NS, p=0.009

Th2 Cells %, me- ¢ 5 4 5.14.6) 82(39-10.3)  19.4(9.4-30.9) BCC vs NS, p<0.001* SCC vs NS, p<0.001*
dian (range)
Th1/Th2 rati
[Th2ratio, 54 5 5.6.5) 4.3 (2.6-7.6) 11(04-2.1)  BCC vs NS, p<0.001%; SCC vs NS, p=0.01*
median (range)
Treg Cells %,
; 426 (283-52.8) 41.7(30.8-51.1)  39.5 (14.0-56.3) BCC vs SCC vs NS, ns
median (range)
Th17 Cells %,
7 Cells % 19.8 (5.1-35.8)  10.8(3.5-269)  13.1 (4.1-22.3) BCC vs NS, p<0.003* SCC vs NS, ns
median (range)
Th17/Treg %
7Mreg %, 5 0.2-0.9) 0.3 (0.1-0.7) 0.3 (0.2-0.6) BCC vs SCC vs NS, ns
median (range)
CD8/Treg %, 2.4 (1.6-8.0) 1.5 (0.4-5.4) 3.4 (0.8-32.5) BCC vs SCC vs NS, ns

median (range)

BCC =basal cell carcinoma; SCC = squamous cell carcinoma; NS = normal skin. Statistical significance was set to <0.017; (*) Statistically
significant results; ns = differences not statistically significant.





