Table S1. Direct-acting antiviral regimens used in the study population for achieving

sustained viral response (n=242).

DAA regimen Treatment duration Number (%)
IFN-based 12 weeks 8(3.3)
24 weeks 9(3.7)
48 weeks 17 (7.0)
LDV/ SOF +/- RBV 8 weeks 10 (4.0)
12 weeks 61 (25.2)
24 weeks 18 (7.4)
SOF /DCV +/-RBV 12 weeks 23 (9.5)
24 weeks 15 (6.2)
SOF/SMP +/-RBV 12 weeks 14 (5.8)
24 weeks 5(2.0)
3D/2D +/- RBV 12 weeks 31(12.8)
24 weeks 5(2.0)
SOF/VEL 12 weeks 13 (5.4)
GLE/PIB 12 weeks 1(0.4)
EBR/GZR 12 weeks 6(2.5)
SOF +/- RBV 24 weeks 6 (2.5)

DAA, direct-acting antiviral; IFN, interferon; LDV, ledipasvir; SOF, sofosbuvir; RBV, ribavirin; DCV,
daclatasvir; SMV, simeprevir; 2D/3D, ombitasvir +/- paritaprevir +/- dasabuvir; VEL, velpatasvir;

GLE, glecaprevir; PIB, pibrentasvir; GZR, grazoprevir; EBR, elbasvir



Table S2. Top 150 genes associated with the percentage of LS changes at SVR time
point with respect to the LS value measured at the moment of therapy starting according

to MAGMA gene-wise statistics.

CHR START STOP NSNPS NPARAM P_SNPWISE_MEAN GENE
1 219297192 219436207 223 18 4.07E-05 LYPLAL1
9 114262002 114412135 437 40 6.46E-05 PTGR1
14 70460934 70705787 822 55 7.10E-05 SLC8A3
5 126153406 126416500 645 25 0.00010801 MARCH3
9 114237439 114390124 410 37 0.00011144 ZNF483
1 20389143 20496059 261 48 0.00014326 PLA2G2D
14 24845738 24948731 476 37 0.00019661 CBLN3
14 24848882 24960548 530 32 0.0002234 KHNYN
14 24858972 24962042 509 32 0.00024236 SDR39U1
5 126328250 126459184 356 19 0.00030948 C5orf63
1 20336157 20468394 360 38 0.00031599 PLA2G5
9 114343632 114466631 406 35 0.0003228 DNAJC25
17 14154367 14302721 426 77 0.00044863 HS3ST3B1
1 75121170 75249092 338 31 0.00045145 CRYZ
9 114343632 114482526 472 41 0.00045816 DNAJC25-GNG10
1 20415823 20526879 227 56 0.00048393 PLA2G2F
9 21752635 21991040 477 37 0.00057078 MTAP
10 96393251 96545947 346 19 0.00062069 CYpP2C18
17 58627544 58793641 76 21 0.00062748 PPM1D
16 53418351 53575560 302 30 0.00070929 RBL2
1 149862229 150032686 256 27 0.00073077 OTuD7B
2 48707308 48875654 544 40 0.00074046 STON1
14 99127950 99234103 399 43 0.00078068 Cl4orf177
2 140938996 142939270 7418 174 0.00078419 LRP1B
20 61924662 62059487 581 57 0.00085743 CHRNA4
14 24924712 25027471 434 18 0.00085913 CMA1
16 53475192 53588323 234 31 0.000933 AKTIP
6 142418372 142592085 356 24 0.00099038 VTA1
10 96472463 96662671 483 18 0.0010165 CYP2C19
16 49261828 49365742 207 32 0.0010369 CBLN1
5 127543601 127923735 1001 39 0.001066 FBN2
1 75148836 75282361 386 25 0.0011314 TYW3
8 15347596 15674158 1348 48 0.0011779 TUSC3
4 99341518 99629812 698 70 0.0012095 TSPAN5
6 138487123 138589627 290 20 0.0012447 PBOV1
14 24817992 24938494 457 43 0.0012659 NYNRIN
9 106806213 106953700 524 19 0.0012704 Smcz2
8 16800334 16909674 491 45 0.0013031 FGF20
1 200559935 200689126 455 32 0.0013755 DDX59
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1 16334264 16450127 508 39 0.0073361 FAM131C
11 48296493 48397482 202 19 0.0073388 OR4C3
9 104246131 104375626 320 29 0.0073757 RNF20
1 32662818 32764461 112 23 0.0074535 FAM167B
3 135817760 135965522 145 21 0.0074553 MSL2

2 38843052 39011909 384 41 0.0074621 GALM

1 149774181 149874687 66 13 0.0075391 HIST2H3A
2 220442292 220556702 135 33 0.007568 SLC4A3
2 121443441 121800229 885 81 0.007618 GLI2

5 134620071 134785645 291 43 0.0078287 H2AFY
22 30742930 30871291 385 31 0.0078979 SEC14L2
8 30446117 30553473 197 25 0.0080259 SMIM18
5 6549352 6683473 615 45 0.0080348 NSUN2
1 149772628 149873161 64 13 0.0080366 HIST2H2AA4
3 57211765 57357499 226 22 0.0080378 APPL1

4 76892269 76994689 389 18 0.0080749 CXCcLio
3 57181866 57311656 190 21 0.0080785 HESX1
9 98947588 99114662 490 47 0.008083 HSD17B3
12 10095660 10203381 378 33 0.0080938 CLEC1B

CHR, Chromosome; BP, base pair position according to UCSC genome browser (NCBI37/hg19)
and dbSNP build 150; NSNPS, number of SNPs in the gene region; NPARAM, number of SNPs

used in the analysis.



