Visualization of the highly relevant hypermethylation DMRs with CRC

A. Chrl0: [7452243-7452499]  Gene symbol: SFMBT2
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B: Chrl2: [24715833-24716098] Gene symbol: SOX5
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C. Chr19: [22034731-22034990] Gene symbol: ZNF43
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D. Chrl: [49242758-49243000] Gene symbol: AGBL4
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F. Chrl2: [24715169-24715370] Gene symbol: SOX5
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S4: Visualization of the highly relevant DMRs in the top genes A. SFMBT2, B. SOX5, C. ZNF43, D.
AGBL4 and F. SOX5 in CRC. Pink circles are CRC samples and blue triangulars are control samples
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