
GO:0001775

cell activation

1.0000

1 / 22

GO:0001816

cytokine production

1.0000

1 / 5

GO:0001817

regulation of cytoki...

1.0000

1 / 4

GO:0001819

positive regulation ...

0.0269

1 / 3

GO:0002376

immune system proces...

1.0000

2 / 71

GO:0002682

regulation of immune...

1.0000

2 / 29

GO:0002683

negative regulation ...

1.0000

1 / 10

GO:0002694

regulation of leukoc...

1.0000

1 / 12

GO:0002695

negative regulation ...

1.0000

1 / 3

GO:0006066

alcohol metabolic pr...

1.0000

2 / 20

GO:0006082

organic acid metabol...

1.0000

2 / 123

GO:0006464

cellular protein mod...

1.0000

4 / 344

GO:0006479

protein methylation

1.0000

1 / 22

GO:0006520

cellular amino acid ...

1.0000

1 / 70

GO:0006560

proline metabolic pr...

1.0000

1 / 3

GO:0006561

proline biosynthetic...

1.0000

1 / 3

GO:0006793

phosphorus metabolic...

1.0000

5 / 327

GO:0006807

nitrogen compound me...

1.0000

13 / 1456

GO:0007275

multicellular organi...

1.0000

3 / 190

GO:0007423

sensory organ develo...

1.0000

1 / 11

GO:0008150

biological_process

1.0000

19 / 2101

GO:0008152

metabolic process

1.0000

17 / 1628

GO:0008213

protein alkylation

1.0000

1 / 22

GO:0008652

cellular amino acid ...

1.0000

1 / 8

GO:0009058

biosynthetic process

1.0000

10 / 831

GO:0009064

glutamine family ami...

1.0000

1 / 9

GO:0009084

glutamine family ami...

1.0000

1 / 4

GO:0009893

positive regulation ...

1.0000

1 / 135

GO:0009987

cellular process

1.0000

19 / 1996

GO:0010467

gene expression

1.0000

8 / 901

GO:0010468

regulation of gene e...

1.0000

4 / 322

GO:0010604

positive regulation ...

1.0000

1 / 128

GO:0010628

positive regulation ...

1.0000

1 / 31

GO:0016053

organic acid biosynt...

1.0000

1 / 25

GO:0016570

histone modification

1.0000

1 / 49

GO:0016571

histone methylation

1.0000

1 / 18

GO:0018130

heterocycle biosynth...

1.0000

6 / 369

GO:0018193

peptidyl−amino acid ...

1.0000

3 / 99

GO:0018195

peptidyl−arginine mo...

1.0000

1 / 6

GO:0018216

peptidyl−arginine me...

1.0000

1 / 5

GO:0019222

regulation of metabo...

1.0000

5 / 421

GO:0019538

protein metabolic pr...

1.0000

5 / 807

GO:0019637

organophosphate meta...

1.0000

4 / 163

GO:0019751

polyol metabolic pro...

0.0256

2 / 8

GO:0019752

carboxylic acid meta...

1.0000

2 / 121

GO:0019919

peptidyl−arginine me...

0.0269

1 / 3

GO:0032259

methylation

0.2548

2 / 89

GO:0032501

multicellular organi...

1.0000

4 / 225

GO:0032502

developmental proces...

0.0159

5 / 229

GO:0034969

histone arginine met...

0.0269

1 / 3

GO:0035246

peptidyl−arginine N−...

1.0000

1 / 5

GO:0035247

peptidyl−arginine om...

1.0000

1 / 3

GO:0036211

protein modification...

1.0000

4 / 344

GO:0043085

positive regulation ...

1.0000

2 / 66

GO:0043170

macromolecule metabo...

1.0000

11 / 1374

GO:0043412

macromolecule modifi...

1.0000

4 / 417

GO:0043414

macromolecule methyl...

1.0000

1 / 56

GO:0043436

oxoacid metabolic pr...

1.0000

2 / 122

GO:0043583

ear development

0.0269

1 / 3

GO:0044093

positive regulation ...

1.0000

2 / 71

GO:0044237

cellular metabolic p...

1.0000

17 / 1557

GO:0044238

primary metabolic pr...

1.0000

16 / 1517

GO:0044249

cellular biosyntheti...

1.0000

9 / 815

GO:0044260

cellular macromolecu...

1.0000

8 / 1054

GO:0044267

cellular protein met...

1.0000

4 / 722

GO:0044281

small molecule metab...

1.0000

5 / 227

GO:0044283

small molecule biosy...

1.0000

4 / 50

GO:0045321

leukocyte activation

1.0000

1 / 19

GO:0046394

carboxylic acid bios...

1.0000

1 / 23

GO:0046483

heterocycle metaboli...

1.0000

11 / 903

GO:0046649

lymphocyte activatio...

1.0000

1 / 18

GO:0048513

animal organ develop...

1.0000

1 / 60

GO:0048518

positive regulation ...

1.0000

2 / 218

GO:0048519

negative regulation ...

1.0000

1 / 218

GO:0048523

negative regulation ...

1.0000

1 / 176

GO:0048731

system development

1.0000

3 / 140

GO:0048856

anatomical structure...

1.0000

4 / 211

GO:0050789

regulation of biolog...

1.0000

7 / 667

GO:0050790

regulation of cataly...

1.0000

2 / 117

GO:0050794

regulation of cellul...

1.0000

6 / 621

GO:0050865

regulation of cell a...

1.0000

1 / 13

GO:0050866

negative regulation ...

1.0000

1 / 4

GO:0051239

regulation of multic...

1.0000

1 / 49

GO:0051240

positive regulation ...

1.0000

1 / 17

GO:0051249

regulation of lympho...

1.0000

1 / 11

GO:0051250

negative regulation ...

0.0269

1 / 3

GO:0051341

regulation of oxidor...

1.0000

1 / 3

GO:0051353

positive regulation ...

0.0269

1 / 3

GO:0055129

L−proline biosynthet...

0.0269

1 / 3

GO:0060255

regulation of macrom...

1.0000

4 / 400

GO:0065007

biological regulatio...

1.0000

8 / 743

GO:0065009

regulation of molecu...

1.0000

2 / 161

GO:0071704

organic substance me...

1.0000

17 / 1560

GO:0090407

organophosphate bios...

0.0319

4 / 120

GO:1901360

organic cyclic compo...

1.0000

11 / 913

GO:1901362

organic cyclic compo...

1.0000

6 / 377

GO:1901564

organonitrogen compo...

1.0000

7 / 914

GO:1901566

organonitrogen compo...

0.9833

2 / 432

GO:1901576

organic substance bi...

1.0000

10 / 824

GO:1901605

alpha−amino acid met...

1.0000

1 / 20

GO:1901607

alpha−amino acid bio...

1.0000

1 / 8

GO:1901615

organic hydroxy comp...

1.0000

2 / 25



GO:0000118
histone deacetylase ...

0.0234
1 / 3

GO:0000228
nuclear chromosome

1.0000
2 / 26

GO:0000785
chromatin

1.0000
1 / 22

GO:0000793
condensed chromosome

1.0000
2 / 19

GO:0000794
condensed nuclear ch...

0.0387
1 / 5

GO:0005575
cellular_component

1.0000
16 / 2037

GO:0005622
intracellular anatom...

1.0000
15 / 1819

GO:0005634
nucleus
0.5808
8 / 894

GO:0005654
nucleoplasm

0.5026
3 / 173

GO:0005694
chromosome

1.0000
4 / 96

GO:0005886
plasma membrane

1.0000
1 / 158

GO:0016020
membrane

0.3991
5 / 717

GO:0030175
filopodium

0.0234
1 / 3

GO:0031011
Ino80 complex

0.0234
1 / 3

GO:0031253
cell projection memb...

0.0234
1 / 3

GO:0031974
membrane−enclosed lu...

1.0000
4 / 423

GO:0031981
nuclear lumen

1.0000
4 / 365

GO:0032991
protein−containing c...

1.0000
3 / 732

GO:0034708
methyltransferase co...

1.0000
1 / 15

GO:0035097
histone methyltransf...

1.0000
1 / 7

GO:0042995
cell projection

1.0000
1 / 46

GO:0043226
organelle
1.0000

12 / 1562

GO:0043227
membrane−bounded org...

1.0000
9 / 1372

GO:0043228
non−membrane−bounded...

1.0000
7 / 579

GO:0043229
intracellular organe...

1.0000
12 / 1553

GO:0043231
intracellular membra...

1.0000
9 / 1356

GO:0043232
intracellular non−me...

1.0000
7 / 579

GO:0043233
organelle lumen

1.0000
4 / 423

GO:0044665
MLL1/2 complex

1.0000
1 / 5

GO:0070013
intracellular organe...

1.0000
4 / 423

GO:0070603
SWI/SNF superfamily−...

1.0000
1 / 8

GO:0071339
MLL1 complex

0.0387
1 / 5

GO:0071944
cell periphery

1.0000
1 / 188

GO:0097346
INO80−type complex

1.0000
1 / 3

GO:0098590
plasma membrane regi...

1.0000
1 / 28

GO:0098858
actin−based cell pro...

1.0000
1 / 3

GO:0110165
cellular anatomical ...

1.0000
16 / 2025

GO:0120025
plasma membrane boun...

1.0000
1 / 45

GO:0140513
nuclear protein−cont...

1.0000
3 / 280

GO:1902494
catalytic complex

1.0000
2 / 234

GO:1904949
ATPase complex

1.0000
1 / 8

GO:1990234
transferase complex

1.0000
2 / 109



GO:0000166
nucleotide binding

1.0000
9 / 553

GO:0003674
molecular_function

1.0000
18 / 2051

GO:0003824
catalytic activity

1.0000
14 / 1158

GO:0005488
binding
1.0000

15 / 1693

GO:0008168
methyltransferase ac...

1.0000
2 / 69

GO:0008170
N−methyltransferase ...

1.0000
1 / 22

GO:0008171
O−methyltransferase ...

0.0261
1 / 3

GO:0008276
protein methyltransf...

1.0000
1 / 16

GO:0008469
histone−arginine N−m...

0.0261
1 / 3

GO:0008757
S−adenosylmethionine...

0.2919
2 / 44

GO:0016273
arginine N−methyltra...

1.0000
1 / 3

GO:0016274
protein−arginine N−m...

1.0000
1 / 3

GO:0016301
kinase activity

0.3204
3 / 120

GO:0016307
phosphatidylinositol...

1.0000
1 / 6

GO:0016308
1−phosphatidylinosit...

0.0432
1 / 5

GO:0016740
transferase activity

1.0000
8 / 496

GO:0016741
transferase activity...

1.0000
2 / 73

GO:0016772
transferase activity...

1.0000
6 / 217

GO:0016773
phosphotransferase a...

0.2305
3 / 105

GO:0036094
small molecule bindi...

1.0000
9 / 574

GO:0042054
histone methyltransf...

1.0000
1 / 14

GO:0050661
NADP binding

0.0347
1 / 4

GO:0097159
organic cyclic compo...

1.0000
11 / 1104

GO:0140096
catalytic activity, ...

0.6780
6 / 376

GO:1901265
nucleoside phosphate...

1.0000
9 / 553

GO:1901363
heterocyclic compoun...

1.0000
11 / 1099


