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Genes most upregulated in CD74 high level in breast cancer
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Breast Invasive Carcinoma (TCGA, PanCancer Atlas) B CD74 Altered in 2543 (71%) of 3588
sequenced cases/patients (3588 total)

Altered in 64 (6%) of 993 sequenced cases/patients (993 total)
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hCD74 LYQQQGRLDKLTVTSQONLQLENLRMKLPKPPKPVSKMRMATPLLMQALPMGALPQGPMONATKYGN
mCD74 LYQQQGRLDKLTITSQNLQLESLRMKLPKSAKPVSQMRMATPLLMRPMSMDNMLLGPVKNVTKYGN
rCD74 LYQQQGRLDKLTVTSQONLQLENLRMKLPKSAKPVSPMRMATPLLMRPLSMDNMLQAPVKNVTKYGN
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51- TGFSILVTLL LAGQATTAYF LYQQQGRLDK LTVTSQNLQL ENLRMKLPKP PKPVSKMRMA TPLLMQALPM -120
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