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h               MAGLTAAAPRPGVLLLLLSILHPSRPGGVPGAIPGGVPGGVFYPGAGLG------ALGGG  
p               --MASCKLLWTLHALLTLCLLRTSLQGGVPGAGAGGLYG-ALYPGGVHGGYKPGKAAGIG      
                    :.    .   ** *.:*:.*  ****** .**: * .:***.  *      * * *   
 
h               ALGPGGKPLKPVPGGLAGAGLGAG-LGAFP---------AVTFPGALVPGGVADAAAAYK  
p               AGGLGAGGLGAIPGAGVGTGIGAGGLGVIPGAGLGTGLGAGVGAGGLIPGLAAGTGIGVK   
                * * *.  * .:**. .*:*:*** **.:*         * . .*.*:** .*.:. . *   
 
h               AAKAGAGLGGVPGVGGLG------------------------------------------  
p               PPKLGAGIGGLGGLGGVPGGLGGLGGVPGGLGGFGGVPGGLGGFGGIPGGLGGLGGIPGG   
                ..* ***:**: *:**:                                              
 
h               ------------------------------------------------------------  
p               LGGLGGIPGGLGGLGGIPGGLGGLGGLGVGQYPGGVKPPKVPGTGVGVPGTGVGGTGIGG      
h               --------VSAGAVVPQP------GAGVKPGK-VPGVGLPGVYPGGVLPG----ARFPGV  
p               VGTGVQPGVSSGAVIPQTGAQPGVGAAGKPGKQLPGVGIPGVYPGGFIPGPGGLLPGTGV   
                        **:***:**.      **. **** :****:*******.:**       .**   
 
h               GVLPGVPTGAGVKPKAPGVGGAFAGIPGVGPFGGPQPGVPLGYPIKAPKLPGGYGLPYTT  
p               GVLPGVPTGTGIKQKVPGAGGTVAGVPGVGGFGGQQPGVPLGYPIKTPKLPGGYGLPYSS   
                *********:*:* *.**.**:.**:**** *** ***********:***********::   
 
h               GKLPYGYGPGGVAG---AAGKAGYPTGTGVGPQAAAAAAAKAAAKFGAGAAGVLPGVGGA  
p               GKLPYGFGTGAGIGGVPGAGLPGFPTGTGAGAQAAAAKAAAKAAKYGAGGR--YPGVG--      
                ******:*.*.  *   .** .*:*****.*.***** **  ***:***.    ****     
 
h               GVPGVPGAIPGIGGIAGVGTPAAAAAAAAAAKAAKYGAAAGLVPGGPGFGPGVVGVPG--  
p               SIGGVPGLVPGVG--LGGGLVPGAGAGGRYPGVGSIGGVPGLVPGVGLGGGLVPGAVPGA    
                .: **** :**:*   * *  ..*.*..  . ... *...*****    *  * *.       
 
h               ----AGVPGVGVPGAGIPVVPGAGIPG--AAVPGVVSPEAAAKAAAKAAKYGARPGVGVG  
p               VSAKAAKYGYGIPGAGVAGLPGVVPGAGVGRLPGFVPGVGVVPGAGVVPGTGIVPGAGIG   
                    *.  * *:****:. :**.   .  . :**.*.  ... .*. ..  *  **.*:*   
 
h               GIPTYGVGAGGFPGFGVGVGGIPGVAGVPSVGGVPGVGGVPGVGISPEAQAAAAAKAAKY  
p               ISPKAGVVPGAGIGVSPGAGVVPGTGVGVVPGTGVGVVPGTGVGVVPGTGVGVVPGTGIG  
                  *. ** .*.  *.. *.* :**..     *   **   .***: * : ..... :.     
 
h               GVG--TPAAAAAKAAAKAAQFGLVPGVGVAPGVGVAPGVGVAPGVGLAPGVGVAPGVGVA  
p               VVPGTGVGAVPGAGLGVSPKAGVVPGVGVVPGAGVGIGS-VIPGVGVVPGVGVVPGAGVV   
                 *     .*... . . :.: *:******.**.**. *  * ****:.*****.**.**.   
 
h               PGVGVAPGIGPGGVAAAAKSAAKVAAKAQLRAAAGLGAGIPGLGVGVGVPGLGVGAGVPG  
p               PGVGVVPGTGIGVVPGTGVGAVPGAGVGVSPKAVLP--VQPGVLVQPSGTVTSVSGATPA   
                *****.** * * *..:. .*.  *. .    *.      **: *  . .  .*....*.   
h               LGVGAGVPGFGAGADEGVRRSLSPELREGDPSSSQHLPSTPSSPRVPGALAAAKAAKYGA  
p               PGAANGTVIHGGVAGTGVVQPGVGVVQPG-VGGVAPGAVVPGAGVGVGGVGVGGVGAGKP      
                 *.. *.  .*. *. ** :.    :: *  ..    . .*.:    *.:... ..   .   
 
h               AVPGVLGGLGALGGVGIPGGVVGAGPAAAAAAAKAAAKAAQFGLVGAAGLGGLGVGGLG-  
p               LKPGAAG-LPFVGGAGLQPGAGLQLPTGIGAGLKPGKIGAGVGLGGVPGVPGAGLGGLGG   
                  **. * *  :**.*:  *.    *:. .*. *..  .* .** *..*: * *:****    
 
h               VPGVGGLGGIPPAAAAKAAKYGAAGLGGVLGGAGQFPLG---GVAARPGFGLSPIFPGGA  
p               VPGGAGVGGVGVPGVPGAGIGGLGYPAGARYPGGIKPPKPGYGAGVLPGFGYSPIAPGLA   
                *** .*:**:  .... *.  * .  .*.   .*  *     *... **** *** ** *   
 
h               CLG------------------------------KACGRKRK  
p               SQLGYPAGKPPKSYGGALNLLAAYRGGYPCGAGKLCGKRK-                  
                .                                * **:::  

 


