
 

 

 

Table S1. Primers for PCR / Sanger sequencing and PCR-RFLP assays. 

Exons Primers 

Size of 

fragment 

(bp) 

Reference 

PCR / Sanger sequencing 

Exon 1 
PDS_Ex1-3_F: ACTCATTCACTTCTCAGGAAAACG 

1208 This study 
sqPDS_Ex1R: CTCGTCCTGTTTTCCGAGCA 

Exons 2-3 
sqPDS_Ex2F: TCGTCCTCGCTTACCGCGTGT 

1932 This study 
sqPDS_Ex3R: CCATCTGTCACAGACCTATGGTAGCT 

Exon 4 
sqPDS_Ex4F: AGGCTATCCTACCTGAAATGTGCT 

608 This study 
sqPDS_Ex4R: GAAATCCCATTTCCCTGACAACA 

Exons 5-6 
sqPDS_Ex5F: CTATGCAGACACATTGAACATTTGT 

1065 
This study 

SLC26A4_Ex6R: ATTGTTTCTGGAATGAACAGTGACC [Everett et al., 1997] 

Exons 7-8 
PDS_Ex7-8_F: CATGGTTTTTCATGTGGGAAGATTC 

636 [Everett et al., 1997] 
PDS_Ex7-8_R: CAAATGGCTTGACGTTTATCTACACAC 

Exons 9-10 
sqPDS_Ex9F: GAGCAGATATAGCATTTGATGAGATG 

1343 This study 
sqPDS_Ex10R: CTCGGTGCGAGCCTTCCT 

Exons 11-12 
sqPDS_Ex11F: CGAAGTGTTATCAGAGTTGCTATTATAG 

1119 This study 
sqPDS_Ex12R: GCATTGTTTTGTATGTTGTTTGTCC 

Exon 13 
sqPDS_Ex13F: CGGGTTTGGTGGTATGTACTTGT 

696 This study 
sqPDS_Ex13R: ACAGCAGTAGAGGACATGAGTAGGTAC 

Exon 14 
sqPDS_Ex14F: TCCAGGCCTTTTCTCACTTCTC 

1286 This study 
sqPDS_Ex14R: TCTTTGTTTCCCCTAGTCACCACT 

Exons 15-16 
sqPDS_Ex15F: AGTTGAGTGCTGCTACCCAGC 

1408 This study 
sqPDS_Ex16R: CCACTCCCGCTTGCCTATAAG 

Exon 17 
sqPDS_Ex17F: GCAAAGTTCCACAATCATCCAGA 

544 This study 
sqPDS_Ex17R: TGTTGCAATACTGGACAACCCA 

Exon 18 
SLC26A4_EX18F: GCTGGATGTTGCCATCTCTTGAG 

835 
[Everett et al., 1997] 

sqPDS_Ex18R: CTAAGCTCCCGCACTAGACGA This study 

Exon 19 
sqPDS_Ex19F: TCGTCCACAAGGTTGACTACGAC 

811 This study 
sqPDS_Ex19R: GGCATTATAGCTAATGCCCACT 

Exon 20 
sqPDS_Ex20F: GAATAACCAACTTGGTCCATAGACA 

1010 This study 
sqPDS_Ex20R: AGAATCAGTCTAGGGTGGGGAGA 

Exon 21 
SLC26A4_Ex21F: CTGGGCAACAGTGAGTGAGA 

296 [Prasad et al., 2004] 
SLC26A4_Ex21R: GCATTGAGGAAGTTTTGTCTTG 

PCR-RFLP assays 

Detection of c.170C>A 

(Tru9 I) 

170C>A-F: ACTTCAGGGTTATTATTTTCCA 
234 This study 

170C>A R: AGCCATTCCTTGACTCGGT 

Detection of 

c.919-2A>G (Hpa II) 

919-2A-F: TGGAGTTTTTAACATCTTTTGTTTTATTCC 
354 

[Dai et al., 2008] 

919-2A-R: TGCCATGTTTTAAGAAGAAAATGAAGAA This study 

Detection of 

c.1545T>G (Pce I) 

sqPDS_Ex14F: TCCAGGCCTTTTCTCACTTCTC 
1286 This study 

sqPDS_Ex14R: TCTTTGTTTCCCCTAGTCACCACT 

Detection of 

c.2168A>G (Rsr2 I) 

Ex19_F: CGTGATCGTCCACAAG  

Ex19_R: GGGTACTACCAGGTAATTT 
754 This study 
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