Table S1. Proteins that were significantly regulated in only one of the groups (Y50,
Y500, A50 or A500) compared to controls. In total 42, 380, 168 and 168 proteins were
identified in the Y50, Y500, A50 and A500 groups respectively fc stands for fold
change

Y50 Y500 A50 A500
Protein fc Protein fc Protein fc Protein fc Protein fc
LYRM1 -0.66 CYP2U1 -1.8 SH3GL2 -0.7 MYHC -1.58 KCNJ16 -1.55
SIRT3 -0.66 ECI3 -1.68 PAF1 -0.7 RHD -1.5 PERM1 -1.51
PSPH -0.66 ADH1 -1.65 RAB13 -0.7 TANC2 -1.49 CAP2 -1.31
STAU1 -0.65 AFMID -1.6 DENND5B -0.7 PKIA -1.34 RPS6KA1 -1.2
LOC10091 Uncharacteriz
MRPS34 -0.64 1564 -1.39 SHISA4 -0.7 ed protein -1.29 AG2 -1.2
Glyceraldehyde-
LOC100912 3-phosphate
ERI1 -0.64 HOGA1 -1.34 534 -0.7 MAP2K2 -1.26 dehydrogenase -1.16
PJA2 -0.64 HSD11B1 -1.33 ELMO2 -0.7 UBE2D1 -1.18 AK9 -1.12
FBXL20 -0.64 BTBD1 -1.29 CDK4 -0.7 HIF1AN -1.12 GPR108 -1.06
REXO4 -0.64 SPCS3 -1.27 TDRKH -0.7 RPL3L -1.08 PRKCQ -1.01
SNX11 -0.64 BLVRA -1.25 CHD1 0.69 | SMPX -1.05 PI16 -0.96
Uncharact
erized _
SCAFS8 -0.63 protein -1.18 MANBAL 0.69 | DMTN -1.02 MSH2 -0.93
BCR -0.63 PIGN -1.12 TACO1 0.69 | KNGI1 -1.02 SLC7A8 -0.91
ABHD17B -0.63 SLC49A4 -1.12 ATG5 0.69 PCBP4 -0.99 PALLDL1 -0.91
SLC27A3 -0.63 AOX1 -1.1 APH1A 0.69 | LYRM4 -0.99 OCLN -0.9
CEP57 -0.62 PIBF1 -1.1 CLDND1 0.69 CAMK2G -0.95 UTP20 -0.9
AGPAT4 -0.62 HYKK -1.1 WASHC1 0.69 KCNIP3 -0.95 FBXW8 -0.89
ARL6 -0.62 GSTA1 -1.08 ATG2B 0.69 STAP2 -0.95 VSTM2B -0.89
TMCO4 -0.62 PRR15 -1.07 UBE4A 0.69 | FOXK1 -0.92 ATP10B -0.86
THNSL1 -0.61 44445 -1.05 ANAPC2 0.69 | MLF1 -0.92 FMOD -0.86
DA1 -0.61 PDGFRA -1.05 STK17B 0.69 HBA1 -0.92 BOD1 -0.86
SESN3 -0.61 CNOT11 -1.04 MRPS24 0.69 | RGD1559909 -0.9 EMILIN2 -0.86
SUDS3 -0.61 NOVA2 -1.04 CIAO2B 0.68 CRYBGI1 -0.89 ATP11C -0.86
RGD130860 -
1 -0.6 TUT1 -1.02 RABIF 0.68 | ARPP19 -0.89 GGNBP2 -0.85
DUOX1 -0.6 SLC7A7 -1.02 EIF2B2 0.68 EDC3 -0.88 TMCO6 -0.84
YRDC -0.59 IDUA -1.01 LDLRAP1 0.68 | DMAC2 -0.87 FCHSD2 -0.82
XAF1 -0.58 ECI1 -1 GORASP1 0.68 | DPCD -0.87 PSMG3 -0.82
RNF11L1 -0.58 ANGPTL8 -1 JAGN1 0.68 | PRKCE -0.87 LOC100910678 -0.82
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